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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/699 f 6 52 



DATE: 11/13/2000 
TIME: 17:32:44 



Input Set. : A:\BB116 8 US NA Seq Listing.txt 
Output Set: N:\CRF3\11132000\I699652.raw 

3 <110> APPLICANT : Cahoon, Edgar B . 

4 cahoon, Rebecca E . 

5 Kinney, Anthony J. 

6 Rafalski, J. Antoni 

8 <120> TITLE OF INVENTION: TR.IACYLGLYCEROL LIPASES 
10 <130> FILE REFERENCE: BB1168 OS NA 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/699,652 
C--> 13 <141> CURRENT FILING DATE: 2000-10-30 

15 <15 0> PRIOR APPLICATION NUMBER: GO/083,688 

16 <151> PRIOR FILING DATE: 1988-04-30 

18 <15()> PRIOR APPLICATION NUMBER: PCT/US99/09280 

19 <151> PRIOR PILING DATE: 1999-04-2!) 
21 <160> NUMBER OF SEQ ID NOS : 36 

23 <170> SOFTWARE: Microsoft Office 97 



ERRORED SEQUENCES 
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VERIFICATION SUMMARY DATE: 11/13/2000 

PATENT APPLICATION: US/09/699,6 52 TIME: 17:32:46 

Input; Set : A:\BB116 8 US NA Seq Listing.txt 
Output Set: N:\CRF3\11132000\l699652.raw 

L:12 M:270 C: Current Application Number differs, Replaced Application Number 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:164 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ lDfi : 5 
L:164 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ 1D# : 5 
L:165 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:5 
M:340 Repeated in SeqNo=5 

L:167 M:258 W : Mandatory Feature missing, <2 2 3> not found for SEQ IDS: 5 
L:2I9 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDs: 7 
L: 2.19 M: 340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 7 
L:222 M:258 W: Mandatory Feature missing, <223> not found for SEQ 1"D#:7 
M:340 Repeated in SeqNo=7 

L:245 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ ID#:8 
L:245 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 8 
L:355 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 9 
L:355 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDs: 9 
L:357 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS : 9 
M:340 Repeated in SeqNo-9 

L:359 M:258 W: Mandatory Feature missing, <22 3> not; found for SEQ IDft:9 
L:360 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ ID#:9 
L:361 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ IDS: 9 
L:394 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ IDs : 10 
L:394 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID if:. 10 
L:400 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 10 
M:340 Repeated in SeqNo=10 

L:443 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 11 
L:443 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 11 
L:4 46 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ ID#:1.1 
M:340 Repeated in SeqNo~.ll 

L:447 M:258 W: Mandatory Feature missing, <223> not found for "SEQ ID»:11 
L:487 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDfr:12 
L:487 M:340 V/: (46) "n" or "Xaa" used: Feature required, for SEQ ID£:12 
L:490 M:258 W: Mandatory Feature missing, <223> not found for SEQ TD#:12 
M:340 Repeated in SeqNo=12 

L:683 M:258 W: Mandatory Feature missing, <223> not found for' SEQ lDft:15 
L:683 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 15 
L:684 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:15 
M:340 Repeated in SeqNo=15 

L:686 M:258 W : Mandatory Feature missing, <223> not found for SEQ ID#:15 
L:6H7 M:258 W: Mandatory Feature missing, <2'2 3> not found for SEQ ID*: 15 
L:688 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ TD#:15 
L:689 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 15 
L:713 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:16 
L:713 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 16 
L:722 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:16 
M:340 Repeated in SeqNo=16 

L:1059 M:258 W: Mandatory Feature missing, <2 23> not found for SEQ IDS: 23 
L:10 59 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID ff : 23 
L:1061 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 23 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/699,6 52 



date: :n./:i 3/2000 

TIME: 17:32:46 



Input; Set : A:\BB116 8 US NA Seq Listing.txt 
Output Set: N:\CRF3\11132000\l699652.raw 



M:340 Repeated in SeqNo=23 

L:1063 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ IDS : 23 

L:1077 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ IDS: 23 

L:1078 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ .TD#:23 

L:1108 M:258 W: Mandatory Feature missing, <223> not found for SEQ TDtf : 24 

L:1108 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:24 

L: 1.1 11 M:258 W: Mandatory Feature missing, <2 23> not found for SEQ IDS : 24 

M:340 Repeated in SeqNo=24 

L:1I23 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ IDS : 24 

L:1176 M:258 W: Mandatory Feature missing, <223> not found for SEQ T.D#:25 

L:1176 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ lDft:25 

L:1209 M:258 W: Mandatory Feature missing, <223> not found for SEQ TDff:26 

L:1209 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ lD*f:26 

L::i300 M:25H W: Mandatory Feature missing, <223> not found for SEQ ID#:27 

L:I300 M:340 W: (46) "n" or "Xaa" used: FeaLure required, for SEQ IDS: 27 

L:1301 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS : 2 7 

M:340 Repeated in SeqNo=27 

L:1681 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 36 

L:1684 M:333 E: Wrong sequence grouping, Amino acids not in groups- 

L:16'84 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 2 

L:1684 M:252 E: No. of Seq. differs, <211>LENGTH : Input : 4 03 Found: 405 SEQ: 36 
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